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EST722 23 sequence: 

CCCTTATTAGAGGA.TTCTGCTCATGCCAGGG TGAGGTAGTAAGTTGT 

ATTGTTG TGGGGTAGCGATATTACGCCCCAATTAGAAGATAACTAT 

AC AACTT ACTACTTTC CC TG GTGTG TG G CATATTC ACACTTAG TCTTA M I R»8 

G C A GTGTTG C CTCCATCAGA CA A AGTTGT AG ATGTTC CTTGGATAATT 

TGGACTGGAAGAAAAGAGACATGGAAGGGGACAGATGGTGTTTAGG 

ijTGAGGCAGATGTCATTATAAAGTQACTTGTCTTTCATTAATTGGAGC 

ATATAATTATTTTACCTTTGGGCATGAACTCATTTTGCTATTCTTCAAC 

TGTGTAATGATTGCATTTTATTAGTAATAGAACAGGAATGTGTGCAAG 

Q GA ATG Q AAAG C ATACTTTAA G AATTTTG QOCCAGGCGC GGTGGTTC 

ATG C CTGT AATC CC AG C ATTTTTG G G AG G C CG A G GC GG GTG G ATC A 

CCTGAGGTCAG GAGTTC G AG AC CA AC CTG GC C AAC AC g gc gaaac c 

CC GC CTCTACTC AAATAC A AAAATTAGC CAG GCTTGGTGACACTCGC 

CTGTGGTCCCAGCTACTCAGGAGGCTGAGGCAGGAG AATTGCTTGA 

acccaggaagtggab gcttcagtgagctaagaacacgccactgca ^^f"^* 
ctccagtcctgggcaacagagcaagactctgtctcagqaaaaaaaa 
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dbEST Id. 792902? (ImA^4514S44} S&qu&ttce: 

■3 Cl'J-J'J^:C T G 37l/lG CiATTCTCrcrTr GZlAZlAC T G G CACT'2lGACAG G GAT G G G G T G T 

:^ r A^; :^ r T AT r A A AT A:: T T T AA ^ r T ;:; T ^ A c ^ AA r T A:: A 

GGAGAAGGAAATAAAGGGTATrCAArTAGGAAAAGAGGAAGrGAAArrGrTGCr 
G r T T G G AG AT GAG AT G AT T G TAT AT G T AG/l/lATlG GGGATTGTGT GAG G G G G/lA/l 
T^^TC^^^TTAAi^^TClATAA::^ C AA T T A;: C AAA C T T ;:; A::: AT Al^ A A A A T A A A T :^ T 
ACAAAAATCACAAGCATTCTTACACACCAACAACAGAAAAACAGAGCCAAATCA 
T GAG T G7l/lG T G G G AT T G AG/iAT T G G T T CPJ^:GKGMlT^-2^-2lTAC G T AG G/l/lT G G 

A A ;^ T T A^^ A A c AT T c; AA G AC 0 T c T T c AA G G AG A A ;^ T a;^ A A A ;^ ;^ A ;^ T f:; c T A 

AGGAAATAAAAGAGGATAGAAACAAATGGAAGAACATTCCATGGrGATGGGTAG 

G7l/lG7^lT G/JiT at T G T GJl/uVlT G 3 G CATAC T G C C G^^lAG G T/lAT T TAG AG AT T G A 

A T C C r; A T C C C CA T C A A C; C T AC C A A T CAC T T T C T T C AC AC; A A T T C G AAA A A A C T A 

G T T T A A A G T T G A T A T G G A A G G A A A A A A GA G C C C G C A T C G C C A A G T G A A T G G TAk 

GCC AAAAGAACAAAGCTGGAGGC ATC ACACTACCTGACTTCAAACTTT ACT AC A C A M 2.^ 

AGGCTA C AG T A A C C A A A A C AC CAT C C T AC T C C T AC C A A A A C AC AC AT A T AC AT C 

A AT G G A A G A G A A G A G A G G C G T G A G A A A TA A GGGGGAATAGGTAGAAGTATGTGA 

T G T T T G AG/JU^G G T G AG^ljWlAG/lAG G/lAT G G G GZlTlAG G AT T G G G T AT T T/lAT A 

aatcctcctcccaaaactcactacccatatctaca.aacctcaaactccatccct 
tggttagaggttatagaaaaatgaattgaagatggattaaagatttaaaggtta 

G AG G T^uVlAG G AT/!jVuV:.G G G T AGZl/lGZl/lATlG G TAG G GAT TAG GAT T GAG GAGA 
TACCCATCCC CAA C CAC T T CAT C T C CA AA A C AC C A A A A C C AA T C C C AA C AA A A C 
ACAAAATTGACAAArGGGArCTAATrAAACrAAAGAGCrTCrGCACAGCAAAAG 
/uVlGTACC 



CCTACTCATCTGAC AAA CCCCTAATATCCACAATCTACAATCAACT CAA A CAA A 
T T T A CAA A A A A A A A A A A A A A 
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^EST 1^.1388749 (I«mgel020185} Sequence; 

AC T C C T AT C A AC AG T G T A A A AG C AT T C C T G T T T C T C C AT A AT C T T G C C AG C AT C T T 
TTCATTTTTTTCAATTATACCCATTCTCACTCTTCTCACATCCTCTCTCATTCTCC 

■]■ ■]■ ■]■ ■]■ A ■]■ ■]■ ■]■ (i c A ■]■ ■]■ ■]■ c ■]■ c A (j A ■]■ (j A ■]■ c A t; ■]■ (; A ■]■ (; ■]■ ■]■ (; A A (; ■]■ ■]■ ■]■ ■]■ ■]■ ■]■ ■]■ ■]■ ■]■ ■]■ ti ■]■■]■ (i (i c 

TGCATGTATGCCTTCTTTTGAAAAGTGTCTGTTTGTGTCCTTTGACCACTTTCTAA 
TGCCCTTCACTTTTTTTTTCTTCTA^ATTTCTTTAftCTTCCTTCTAGATGCTCGAT 

A']'TA(jACCTT']'(jTCA(jAT(j(jATA(jA(3T(iCAAAAATTTT(:T(:(:CATT(:T(j']'A(j(jTT(j 
TCGGTTTACTCTGTTGATAGGTTCTTAATGCTGTGCAGAAGCTCTTTAGTTTAATT 
AGATCCC^iTTTGTCAATTTTGGCTTTTCTTGCAATTGCTTTTGGC^iTCTTCGTCAT 
A A A ■]■ C ■]■ ■]■ ■]■ ( j C C C ■]■ ■]■ ( j C C ■]■ ■]■ ■]■ C C ■]■ ( j A A (3 C A ']■ I' C C ■]' A ']■ I' ■]' ']■ C ■]' ']■ C C A A 
TTTTTATAGTTTTGGGTTGTAGATTTAAGTCTTTAATCCATCTTGAGTTAACTTTT 

gtatatgggttaagga;vggggcgggtttgaatttggtggaaatggctagggagttg 

■]■ C C C A (i C A C C A ■]■ ■]■ ■]■ A ■]■ ■]■ A A A ■]■ A (j (; t; A A ■]' C ']■ ■]' ']■ ']■ C C C C A ■]' ■]' (j C ■]' ']■ C C ']■ ']■ ■]' ']■ (i ■]' C A (i (j 

tttgtcaaagatcacatggttgtaggtgtgtggtcttatttctgggttctctattc 
tgttggattggggt^itgggggggttctgtacgacgactfetgctgttttgggt^igga 

■]■ A ( j ■]■ C ■]■ ■]■ ( j ■]■ A ( j A A ■]■ ( j ■]■ ■]■ ■]■ ( j A A ( j C I' ( j ( j ( j "]■ A ( j C A 7 ( j A I' ( j C C ■]' C I' A ( j C ■]' ']■ I' ( j C I' C ']■ I' C ']■ 

TGCTAAGAAATGTCTTGGCTATTTGGGCTCTTTTTTGGTTCCATATGAATTTTAAA 

ATAGGTTTTTGTAGGTGTGTAAAGAATGTGA^^TAGTAGTTT^iATGGGGGT^LGGATT 

■]■ A A ■]■ ■]■ ■]■ A C A ( j A ■]■ ■]■ C C ']' ']' ( j ( j C A ( j "]' ']' (i ']• C A "]■ "]■ C A C ( j A I' A I' ( j A I' C C I' ']■ C C ']■ 

T C T G T G AG C AT AT G T T T TTCCArrTGTTrGTGrCArcrCTGATrTCrTTGiAArAAr tiAM 



i ■]■ ■]■ A A ■]■ ■]■ C A ■]■ (i A (i ■]■ ■]■ ■]■ ■]■ C ■]■ C ■]■ 

CGGCTTGCCTGTTGTTGGTGTATAGGAATGCTAGTGACTTTTGCACATTGATTTTG 
TATGGTGAGAGTTTGTTGAAGTTGGTTATCAGCTAAGAAGTTTTTGAGGTGAGATG 
A'l'GGAtjT'l'TTCTAGATATAGtiATCATATCATCTtiCAAACAAAtiATAGTT'l'tjACTTC 
CTGTCTTCCTATTTGAATAGCTTTTCTTTCTTTCTCTTGCCTGATTGCCTTGGTGA 
GAATTTCTAATACTGTGTTGAATAGGAGTGGTGAGGTGGTGGCAA 
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